=5 B - Genetics and Breeding

2020 FF 58 56 & 5 01 Hf

RIS R AT S i o A PR R b )

FOCTE B

R RN

MER? RERT EMEC, R, T T, paLET, REFT

(1. R KR F AR SR, Fom 3113005 2. 3 4 R LA FRERLE R, it 310021;
3. H TR A Y AHOR TR E], 3T S 311800)

OB ASB AR TEAEBHARALE (RFD 54 FHERE R AZ MG £ Z., 0T 300 RE 40
410~470 B9 R R F. A E, FHEE, B, THABHARRTEHREL, Ao ARRLEETE5E

MR RS, ZREF: BB FHRRE

EHEE. KRE, R E. HER. HAREES

A4 198.8 g/d. 73.0 g 1500.9 g, 2.5¢/d. 2.7, 3.5¢g/d; KHMAREZTANHALREE. KR BUABRHMEFR
BEZFRTHRAARLZA, HXESWEN, HAARLCZERL TR EREMIE EML (P<0.0D) ;
REETLFHEE. AEIMITFEHML (P<001) , SHELEREFH /X (P<0.01) , S5h¥T 2R

FEAREM (P<0.05) ; BRRASWEREN, SH4

KEBHNEREFRTRE S TIRA 4220,

ARSI EH, HARR TS FRAEABMAYLIEMER, KRABLEEEAN, AHARL T AHEDL
FIAFATATE, LAFTRASRT B FRIEZEREARLE, B8R, ERAREZHERESM.

KR Bxw, HeRed, BER
hEFAS: S834.2

HEZ MR FEREE R KESR, 2018 F3K
EEBEFEE 187TZH, it FEWIRIER 743%,
BB 2017 SRR 37.59%, EAMKHL RIS,
EIREBE AL BEF, FERBA S 60%~70%. 1)L

MFS B H: 2019-04-26: 149 B #: 2019-05-20

KRB BRERAZLEHRMA (2015BAD03B06) ; BE
KB L AR RER (CARS-43-6) ; Hriz A At F &
R (2016C02054-12)

@A ax (1991-) , B, Z#HmMA, MEHEE, #F
R B AREEAEFT A, E-mail: 727586976@qq.com
*EAAEE RFTH (1967-) , B, &#mMA, WL, #iz,
FEAFRERETHME AL, E-mail: zay503@zafu.edu.
en; i (1965-) , drimddA, HE, R, FE2AF
TG F AR, E-mail: lulizhi@box.com

XEERIREE: A

DOI 45S: 10.19556/j.0258-7033.20190426-04

F, AAEHEEMO RS AT HE AR A2 P AR B e s,
bR AR 3 PR IRAE AR A BRI T B0l Rk
AL, X BT AEHRIN R & 2R 2 Bl
EMEENEE TS 2—. Hl, FEFIAENENTE
FrI A L% (Feed Conversion Ratio, FCR) ™
FF 43 K & & (Residual Feed Intake, RFD “/, FCR 5
ERAS 2R AR R, RILE Y FCR 31T
EEHE—EAER, N EERNESNA FRTR SN
Mg, X FCR A B #2553 A B A2 0 i MR 10 S 470
2 B T H s A e Ay, W FCR T B I RES
SEREMERES NN Y, RFIZ Koch #2 H 11

MRS B —Fhfa bR, RXPRR BB ST M 4y
EERE (BW) MR E (GW) WHRERETENZE

genes in different tissues were detected and analyzed by RT-qPCR and geNorm, NormFinder, BestKeeper software and Ct
value analysis. It was found that the results analyzed using NormFinder software are consistent with that analyzed using Ct
value analysis method. The 18S rRNA gene has the best stability, followed by RPS2. The results analyzed using geNorm and
BestKeeper software are consistent. Both results showed the expression stability of the RPS2 gene is the best, followed by the
18S rRNA. Therefore, it is recommended that the RPS2+18S rRNA internal reference genes combination could be used fot the

study of gene expression in different tissues of white king pigeon.
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Correlation Analysis of Residual Feed Intake and Part of Production
Performance and Egg Quality in Shaoxing Duck

BAI Tian'"?, ZENG Tao’, HUANG Xuetao™’, TAO Zhengrong’, SHEN Junda’,
LI Liumeng’, ZENG Xuehua', HE Ke', LU Lizhi*, ZHAO Ayong""

(1.College of Animal Science and Technology, Zhejiang A&F University, Zhejiang Hangzhou 311300, China;
2. Institute of Animal Husbandry and Veterinary Science, Zhejiang Academy of Agricultural Science, Zhejiang Hangzhou
310021, China; 3. Zhejiang Generation Biological Science and Technology Co., Ltd, Zhejiang Zhuji 311800, China)

Abstract: To analysis residual feed intake and its correlation with production performance and egg quality, we designed an
experiment for Shaoxing ducks. Data comprised records from 300 Shaoxing ducks, feed intake (FI), body weight (BW),
average egg weight (EML) and egg quality were measured individually for the ducks at 410-470 days old. We calculated RFI
and ratio of feed to egg, then analyzed the correlation of RFI between production performance and egg quality. The average
FI, EML, BW, gain weight(GW), ratio of feed to egg and RFI of Shaoxing duck were 198.8 g/d, 73.0 g, 1 500.9 g, 2.5 g/d,
2.7 and 3.5 g/d, respectively. The low residual feed intake group (LRFI) was significantly lower than the high residual
feed intake group (HRFI) (P<0.01) in the RFI, FI and ratio of feed to egg. In regard of correlation analysis, RFI was
significantly positively correlated with FI and ratio of feed to egg (P<0.01); FI was significantly positively correlated
with EML and BW (P<0.01), and FI was significantly negatively correlated with ratio of feed to egg (P<0.01). There
was a significant positive correlation between FI and GW (P<0.05). Egg quality analysis results showed that the Yolk
color level of HRFI group was significantly higher than that of LRFI group (P<0.05), while LRFI was higher than HRFI
in egg shape index, eggshell thickness, eggshell strength, protein height and Haugh unit, however, it did not reach a
significant level; there was no significant correlation between RFI and egg quality indicators; eggshell thickness was
significantly positively correlated with eggshell strength, average egg weight, protein height and Haugh units (P<0.01);
At the same time, the eggshell strength was also significantly positively correlated with the average egg weight, protein
height and Haugh unit (P<0.01). The results show that it is feasible to use RFI as a selection index. At the same time,
ducks with LRFI that have no effect on egg production and quality can significantly reduce FI and improve feed efficiency.
Keywords: Shaoxing duck; Residual feed intake; Egg quality
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